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Hosapi_NP_803238.1_class_A_basic_helix-loop-helix_protein_15_[Homo_sapiens]

Brbelc_XP_019641968.1_PREDICTED_protein_dimmed-like_[Branchiostoma_belcheri]

Sakowa_XP_006822740.1_PREDICTED_class_A_basic_helix-loop-helix_protein_15-like_[Saccoglossus_kowalevskii]

Dareri_NP_001071120.1_class_A_basic_helix-loop-helix_protein_15_[Danio_rerio]

Xetrop_XP_017952828.2_class_A_basic_helix-loop-helix_protein_15_[Xenopus_tropicalis]

Harore.CG.MTP2014.S153.g02308.01.p

Phmamm.CG.MTP2014.S476.g09173.01.p

Ciinte_NP_001071763.1_transcription_factor_protein_[Ciona_intestinalis]

Stpurp_XP_030840864.1_class_A_basic_helix-loop-helix_protein_15_[Strongylocentrotus_purpuratus]

Pemari_XP_032834083.1_class_A_basic_helix-loop-helix_protein_15-like_[Petromyzon_marinus]

Moocci.CG.ELv1_2.S364652.g10150.01.p
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